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CRISPR Cell Line Btk

B FEREREIEEMAIG 0 BMRE2 AR > FIACRISPRE > MRNPRABEMBREREIE
EEERARNE Y - 85 @ BEFIBR (CRISPR knock-out) « EEE A (knock-in) ~ EFEZEE (mutation) MU Ki#
2RI (overexpression) » MNREHEE: » & T RKEASIFIRIERR o

ARBRARE SF AR R
smoa S B XI5 R B

Target DNA

vV EZRRf:

BEERZ (Accession No.) AAR Ak RIZE K Target Sequence
v IR E:

gRNA &5t transfection 1R 4RI ZI AR RE— R

v AR
BBk y BthH%‘N

1. Cell Pool52E: 3 vials, 2x106 cells/vial \1H7F'EH3|57FFH§§

Single clone5%: 3 single clones, 2 vials/clone,
1x106 cells/ vial
2.QCreports

Code:2023Q102-02

B4 ID : @omicsbio
o o Web: www.omicsbio.com.tw &a1b48/AF] SHOATE B
Cﬂ\lc.' BIO Mail: info@omicsbio.com T : 02-8698-2268 T : 07-223-6080 ,méf%‘
;Hégiif@*l”i Tt & E:E: 0800-222-082 F : 02-8698-2228 F :07-223-8205 (ST e




\ BRSHANE ZLBEMET! 4

ORF/cDNA Clones
FER . TAASRFNER (BB AHEE) M NCBI HHFBFS> & F Cloning B

5 Bl 2

1. YIERBEE S | WksE 186 ¥17E > 81 240 E1E ORF 3. IR & BY{Li842  Insertion/Deletion/Point

clone’ £1 NCBI GeneBank database [ £ mutation/E ]I/ EasfE BT
2. #8iB 54,000E3REEMm: TERERENIZIHE 4. 1R:% 100% 5! 1EFE
—iBRE

L EVoES E@% |
1. 2@ | ok
2. BESTMIBMES100c B E S RITES 55K S
3. BE ST M5B EDYKDDDDK-tag Antibody (#A00170-40) £

TT promoter o I
THA TAC GAC TCA CTA TAG GGA GAC CCAAGC TGG CTA GCG rnnmcj}:.i\% GGTACT GAG CTC ’:{{ PCDNA3-1 +J'c'(K}'DYK Target ORF
Kpn

e | FTT < (it Shof COBGN)

Target ORF BYHK Tag

Komal e
GOATCE GCC A(;C.i,_r- TGMNNNNNN -— — NNHNNNL—AT TAC AAG GAT GAC GAC GAT AAG TGA TAA ACC COC
o DY K DD D D K stopsicp

BamH|

X FEZZ# A28 pcDNA3.1+/C-(K)-DYK X /5,\ - s10p

. J
ERiE#H
1. EEZ#8 (Accession No) & Clone ID 1. 10 ug HRE2ERE FEIREERERMH 4 ug)
2. FIREIEEX 2.QC #E (BEEFERMEBYIEXE)
_ J

v 58

(1) e EZERETFB1E (codon optimization): BB % ELHETRERBL FMELBIYBEETRE B
BRI BRG] B3R RN LUK 138 mRNA BB E o o iem

(2) BREREHALAT(HEIZ (828 pUCST vector AIEIEMY MG B2 - BEENMERIER) ki
* BHQR codeZ B AIEIE Y subclone &gl iy

(3) AT S AESEAFET R GC LLBIFI=IER 2> BE H B7RA (>200Kb)o

v RIS R4 ug BRE T A R R ES ) E A FESEE

vV EHINE:

( . N )
High GC content and repeats

« Plot of

0 “ 600 800 1000 1200 100 1600 e o
position(red | repreats an occurrance of Cpt)

) T
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GC distribution Secondary Structure GC distribution Secondary Structure
This gene has a length of 580 bp and GC content of 32.76%

and palindromic repeats of 15 loxP sites. The gene was
L delivered in 4 weeks.

This gene has a length of 1,606 bp with GC content: of 71.98%
and 176 CpG. The gene was delivered in 5 weeks.
\ J
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BME4 %518 IRTE Customized Antibody and Antigen Service

Elabscience B £ i B R 1 S BT 1S = BT B B T o Elabscience®
VE 2T S B BR L FERS > Elabscience IR IME S HBEIRE SR R B 5 L S1ELHERo

Why Choose Elabscience?

11818
v K/NE &R Specific Pathogen Free (SPF) &4k ENYIE t’j‘ms "

2. @ jj CiteAb
/ B BE 4 FEELISA KitBI%> 100% S B {2 ‘
v SSECiteAb 2021F BIEERSEMFEE RIS

3. ERRRL A Ol

" @ s
v B0 ENREER ¥ \
v IERRE A R Fyiet ’ oS
v RS RREIEI RS SHBTEERTRQR code [T AL

EREMFERIRRFE Antigen Service

#T¥ Sk TBSARTS  ElabscienceA] UEEHAE R S RB— LN B IS S R HR

Learning Center
TR (Antigen) BERHND FEABINES B RRRE BEANTERR AN AZMK (Peptide) REAH
(Protein) MiE-ME Z M& B EBEAR ARERFIRAT 2

Peptide Protein
2 MERRMAE
2 ISR HAR 5
IR . BB BN AR SR R AR
3 RBEE 4.5 BepitoperTHid
LEERAS
LIARMERE BB AD FEB (U0 :BSAKLHE)
2.k = L7
SR —EREE Y RARRIER 3%ﬁ%§5% SERMEEY
38 ERIRE S R 55 % e -
DS EIMTERIRN S T 53| & R R PR
1.ICFEHRRI RS E A A WB SRS SR (SamiRlo 1.IETEHARYI RS FE B A ELISASLFlow cytometry
2 MBS MR G A SRS EEEWNE LR AN ER.
B S R AT ARG 2 BB ERE— BRI S bepitopetyEE

ElabscienceiRRERIEIFE
1. BB EREL RSN R EEEF - EARRE ElabscienceE BB BRI E

2. 4EE>85%(HPLC) R
3 S HEEHKLHAD FEE AR L XURERMA g (FERER)

4. TERLICHIBEES > (EFIBIBSARY S IR TRANALIG - BB o 2. ASHEEB0%(SDS-PAGE) MR E H (AT B AE AA AR
BIKLHETHRBA E 78 L ETIR)

5. BERFIIT —EZ M MM ER



ERCRSEINAEIRTE Polyclonal Antibody Service

Elabscience®
Epitope
1T Tz 3 v EEREREE = 1:64,000 (by ELISA) ﬁ
— JEEBY R ofy
1 immunization V IR ABE(EEHHEE2  Biotin HRP ~ -
Eoitope . FITC » Cy3 » Cy5 ~ APC ‘
isolation l VEAMCERRE SXEFATHNE
EER 2HEACHEER >

v SRS RIERE

purlflcalton

Polyclonal Antisera
Antibody

SHniEIRTE S RIEE

s HEHRE
HiR R fRag £y BHA
4 4 s :
e | Es TR mitrst | wm@E | TEEESR  ge . B Etl_eJSStA
-1 h
1.Amount:about 4 Antigen 3 O'mg/eac
tid fini rabbit, two
mg/peptide affinity rabbits, liquid
2.Purity:<85%(HPLC) purification form)

Peptide | 3.2 peptide sequence 1 mgof each 14
suggested by N/A 10 mL anti- peptide weeks
Elabscience Serljlr.n will be (unconjugate)

4.Each peptide Protein A/G purified / each
conjugate with KLH purification rabb!t, tW_O )
and BSA respectively ELISA rabbits, liquid
titer 2 | form)
Rabbit > v
1:64,000 Antigen 3-10 mg/ each
Hini rabbit, two
Affinity atfinity bbits, liquid
1.Amount:about 4 mg T purification rabbits, liqui
2.Purity:>80% purification form) 100ug protein
Protein | 3.Concentration:> (Tag :His» 10 mL anti- when there 16
O.Smg/m.L o SUMO~GST serum will be are additional weeks
4.Format:liquid in PBS |g mBP..) Protein A/G purified/each AmoUnts
purification rabbit, two
rabbits, liquid
form)

MBEFE A UBTRHENREE



ECEBEInAERIE Rat/Mouse monoclonal Antibody Service

Elabscience®

v & 5€Balb/c

mREE 1-4 8 v EREEHybridomafy A= HkigE1-3
T M RUERR 8-10i@ {Bpositive clones
A& hybridomakiffisE 4-6 8 v &{Bclonef2#t3-10mg ks
HUBB L AL 28 / iB8IsotypeBhiE
QC & isotypeZEFE 28 v FER:WB-IP, IF°IHC>FCMELISA &

v BRI B SR TR ) \RY R B

Kikb1** Apoe* Kikb1* Apoe™

LDLR s s w s o w0

-100

-75
PK :

- Ty -50

CHC mammem s

ElabscienceFfiBi##IMouse anti-P. gingivalis(ZF#RAM ElabscienceffiSHIRat anti-low Density Lipopro-

S B ) EE R B A (I R R B B A~ SR R B tein Receptor(LDLR)#1Rat anti-prekallikrein(PK)BY &
Blue:P. gingivalis FHEWBE RN R MisE — 4B R DR TF



ER bR EINAEMRTE Rabbit monoclonal Antibody Service

£ R E MBI R AR FIH I EZE EEAMBIRER T Elabscience®

EERFERNBENSARER

Antigen Recognization

Antibody Sensitivity

Antibody Specificity

Antibody Affinity

v R RAERE

v BRI

AT

S DR
HEBIEH s S35 IR RS

EERBESHEUENRER
INB RS | R R B RRR
v BERE:
BT UERRE R B ERTR > EIEN FE-SHRE
EMEEEGEE SCPE
v SR M

'EQ_TET ':t/ |
BN RN ST BREENERYE RE-BRRN
vV SR N

;3 ~10-12 E-SE5E%

BRI S PR A IR KD fE10-6~10-9

. ‘ V- AERT
RSE 418 . .
R . ‘ v HkiEE5-101E clonesi&fTSingle B cell
TR E R 8i8 _
- ‘ sequenceing
BUEM R RIE 468 .
- . v FEF:WB>IP, IF>IHC>FCM>ELISA %
JUR= i li. L A
. _ ‘ v BEEEMEUNE » R IR R TR/ AV R B
QC &isotypeZ2EE 28
r Asgrl ++ =~
12 3 45 6 7 8 9 10 11 12 kDa
50
nature RS e ————
LXR o e e s
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Article | Publishad: 03 August 2022 CYP7A1

Inhibition of ASGR1 decreases lipid levelsby promoting ...,

cholesterol excretion

Ju-Qiong Wang, Liang-Liang Li, Ao Hu, Gang Deng, Jian Wei, Yun-Feng Li. Yuan-Bin Liu, Xiao-Yi Lu, Zhi-

Ping Qi Xiena-Jie Shi, Xisclu Zhoo, Jie Lue & Beo-Liang Sen

ARERIFFEEMTHASGRIZWBEE MM RER

- - —50

e FASN A e =

"




EHE % E Protein Production

@ BIOINTRON

EHIBMARTRENSHEER AERNEA S FREME W RERTBNEERENH EREER
NEAERE B TIIM AR ERRIE A

(1) ERRS2MTEAZE

(2) 2 et/ SR ZE & FR <RI

Biointron EAAERRET AR UERENRER UEEEENHI RHME HEK2938(CHO 4RI RIR
SHENSEHEER

EREREIRMURERF!!

v IRFBHEE: v XIER:
1LEER BEESRIERMCER2-38 (F=2EH 146N ER
PRIEIRFFR) 2B EEERRIEHEL(pcDNA34)
2 MRER BT  RIFEIES,00018E R B IHE>95% 3.SEC-HPLC & SDS-PAGER ¥R e
3.mEEERIAFEHE<IEU/mg
vVEBERE:
BEE
100 ml 52,000 42,000
HEK293 <500 a.a
200 ml 65,000 52,000
CHO
‘ 100 ml 81,000 65,000
i 500-800 a.a
200 ml 94,000 75,000
SDS-PAGE &8 SEC-HPLC &%
S es e f
63.8 >95% 100% <1EU/mg 14%
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Recombinant Antibody Production & Antibody Sequencing
BiointronfEA 2 KBS NENLABLER BAEXN T BAtBEEER
At REMNES FRABREENEER HTP) T4 ANEINERES
TR 1RME HEK293TCHO MM IR S IR BR S Ao

@ BIOINTRON

EFERERMEERFY! B0 Anti-PD1RERVNEEE

g SPS-I:’AGE #R SEC-HPLC &%
LEER: EREREINEBAEER2E —
(R EEREXEERY) ———
2 {RB4URE : SDS-PAGE>95% o am § e
3.AFEHE<IEU/mg G — -
v YRR W -
1.AE1ERYHRS 00— - :
2. BB ERENRIRHAL(PCDNA3.4) b » o T
3.SEC-HPLC & SDS-PAGEA iR &5 -
p— EES
459 >95% 99.30% <1lEU/mg 14X
vV EBERE:
aEERERSR MEEE KRTWE b. RS T KBEIN50%
EEE EEE
HEK293 5mg 54,000 44,000 HEK293 30ml 33,000 25,000
5 CHO 10mg 81,000 65,000 5 CHO 100ml 44,000 35,000
TE— 20mg 108,000 87,000 TE— 200ml 65,000 52,000

Hybridomad] SEEREZER &~ B(CMERMEE 4 CnEE th A i — K -M A RN A Bk IEER
Fol> A BER A RIEF HBIE KIS
vV BRRME: GBS HIMER ZisotypefEia) v RGER:

1 x 108 Hybridoma cell lysates E{ELfth2 x 105 1L.ERHRS

cell lysates(an4hE itk EARAE B AHAE ~ B2 2.&ABvariable regionFFIBYRIZEAS (pcDNA3.4)

HEEE) v IR
*AJ#EZ M cell lysis bufferg =#&: 1.33HA%E 218
(1)Buffer RLT Plus, QIAGEN 21758 100% W5 2R
(2)Buffer RLRC112, Vazyme 3.RMARWME
(3)TRIzol™ Reagent, Thermo Fisher 4 BERE T BEFIE2000% BHybridoma cell
vV BERE:
BEE
HBEE R TR (M%) 65,000 52,000
R BB R+rAD - 30ml 65,000 52,000
BETERF+IAD - 5mg 87,000 70,000



